. Viability, proliferation, and apoptosis analysis of glioma cell lines after sFRP4 overexpression (OE) and silencing (SI). U87, U373, and U138 OE and SI cells were analyzed for viability by MTT (A) and proliferation by BrdU (B) assays, showing inhibition in OE cells and proliferation in SI cells, and an increased release of ROS in OE cells (C) and elevated caspase 3/7 activity in OE cells (D). Results are mean ± SD of three independent experiments performed in triplicates (* p value < 0.05, # p value < 0.01, ## p value < 0.001).
. Viability, proliferation, and apoptosis analysis of glioma cell lines after sFRP4 overexpression (OE) and silencing (SI). U87, U373, and U138 OE and SI cells were analyzed for viability by MTT (A) and proliferation by BrdU (B) assays, showing inhibition in OE cells and proliferation in SI cells, and an increased release of ROS in OE cells (C) and elevated caspase 3/7 activity in OE cells (D). Results are mean ± SD of three independent experiments performed in triplicates (* p value < 0.05, # p value < 0.01, ## p value < 0.001). Figure S2 . sFRP4 SI initiates proliferation and sFRP4 OE induces apoptotic genes. Photomicrograph images of control and sFRP4-GFP overexpressing U87 cells analyzed by phase contrast microscopy (left) and GFP labeling analyzed by fluorescence microscopy (right) (A), photomicrographs showing proliferation of U87 cells treated with sFRP4 SI as compared to control (scale bar = 100 μm) (B), an increase in intracellular caspase in sFRP4 OE cells was determined by flow cytometry (C), disruption in neurospheres analyzed by sphere formation ability of U87 cells in OE and SI conditions as shown by phase contrast images (top panel) and stained with crystal violet (bottom panel) (D), western blot analysis showed an increase in sFRP4 protein in sFRP4 OE and decrease in sFRP4 SI (E), representative graphs showing relative mRNA expression of sFRP4, BAX, and CYCLIN D1 in sFRP4 OE and sFRP4 SI treated cells (F). Results are mean ± SD of three independent experiments performed in triplicates (* p value < 0.05, # p value < 0.01, ## p value < 0.001). 
